Introduction: superbugs are pathogenic micro-organism and especially a bacterium that has developed resistance to the medications normally
Introduction
Antimicrobial resistant poses one of the most pressing public health threats worldwide [1] . The emergence of resistant strains of hospital pathogens has presented a challenge in the provision of good quality of in-patient care. Inappropriate use of antibiotics in the hospital is largely responsible for this problem [2] . Bacterial infections caused by multidrug-resistant (MDR) bacteria are a growing threat worldwide [3] . They are a major cause of morbidity and mortality in developing countries including Nigeria. Antimicrobial resistance (AMR) is a major problem in both hospital and community acquired infections [4, 5] . Several intrinsic factors such as point mutation, gene amplification and extrinsic factors like horizontal transfer of resistant gene between bacteria within and across species by transposes, integrins or plasmids have been postulated for the development of resistance, which cannot be reduced once developed even by restricting the antibiotic usage. Social factors such as demographic changes, poor hygienic practices and overcrowding have been enumerated for the emergence of AMR [6] . Infections caused by resistant bacteria adversely affect treatment outcomes, costs, disease spread and duration of illnesses, posing a serious challenge to the future chemotherapies [5, 7] . In addition to this, the battle between bacteria and their susceptibility to drugs is yet problematic among public, researchers, clinicians and drug companies who are looking for effective drugs [7] . Global burden of antimicrobial resistant (AMR) is still unknown due the lack of comprehensive data from some part of the world especially African countries including Nigeria [1] . But literature has shown that, the burden is at alarming red. For example, among Gram negative bacteria E. coli and other unnamed gram negative were reported to have 100% resistant to amoxicillin/clavulanate and chloramphenicol [1] . Nwadike et al [8] reported (MAWSH). The isolated bacteria were subjected to antibiotic sensitivity testing using different antibiotics discs.
Sample collection: samples were collected according to the method described by [10] . A sterile open urine container (20ml) calibrated screw-capped was used to collect the urine; a sterile swab stick was used to collect samples from wound/pus, urine catheters, nasal intubation. All samples were labelled accordingly and then transported to the respective laboratory for further analysis. Samples were collected from patients after obtaining ethical approval from the three hospital's management and verbal informed consent prior to specimen collection from all studied participants. Verbal informed consent was sought from guardians in case of critically ill patient.
Isolation and identification of bacterial pathogens: isolation of bacterial agents of urine, wound/pus, urine catheters and nasal tube was done according to the method described by [11, 12] done on the basis of their cultural and biochemical characteristics as described by Cheesbrough [13] . The identified bacterial isolates were maintained on nutrient agar slants stored at 4°C in a refrigerator and subculture periodically.
Antibiotic susceptibility study: antibiotic susceptibility was 
Results
A total of four hundred and one patients participated in the study. 
Conclusion
Present study determined the superbugs-related prolonged admissions in three tertiary hospitals, Kano state, Nigeria. The results showed that, Acinetobacter spp and other related nosocomial bacterial pathogens were 0-100% resistant to the antibiotics tested.
There is need for the management of the three studied hospitals to take measures especially in antibiotics prescription by reviewing guideline to avoid prescribing antibiotics that showed 100% resistance to this bacteria.
What is known about this topic
 Presence of some nosocomial bacterial pathogens from the three studied hospitals;
 Antibiotic resistant profile of some nosocomial bacterial pathogens from the three studied hospitals.
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What this study adds  Presence of Acinetobacter spp associated with other nosocomial bacterial pathogens from the three studied hospitals;
 Antibiotic resistant profile of Acinetobacter spp associated with bacterial nosocomial pathogens from the three studied hospitals.
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